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Isolation, characterization and drug resistance analysis of pathogenic

bacteria of rotting body disease in hybrid sturgeon
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LI Qiuyun?, CHEN Guangrong?, LIU Xiaoyan', LI Junhua'*

(1. College of Fisheries, Hunan Agricultural University, Changsha, Hunan 410128, China; 2. Chenzhou Institute of
Agricultural Science, Chenzhou, Hunan 423000, China)

Abstract: To identify the pathogen of rotting body disease in hybrid sturgeon(Acipenser baerii9 > Acipenser
schrenckii) in Zixing City, Hunan Province, a dominant strain of ABSW-1 was isolated from diseased sturgeon, and was
subjected to morphology, physiological and biochemical characterization, 16S rDNA sequence analysis, virulence gene
detection, regression infection, and antibiotic drug sensitivity tests. The results showed that sturgeon suffering from
rotting body disease showed white ulceration on the body surface, white spots on the kidney, enlarged cellular gaps in the
kidney, obvious atrophy of the glomeruli, and damage to the monolayer cuboidal epithelial cells of some of the renal
tubules, and atrophy of their structures. The isolated dominant bacterium, ABSW-1, was identified as a gram-negative
short bacterium with a monopolar flagellum. The bacterium was highly correlated and clustered into a single unit with the
standard strain of Aeromonas veronii (MK990549.1) with a confidence level of 100%. The physiological and biochemical

responses of strain ABSW-1 was essentially identical to those of the Aeromonas veronii standard strain. Strain ABSW-1
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carried a total of six virulence genes, i.e., act, hly, aer, ompa, aha and alt. At a water temperature of (24+1) °C, the

mortality rate of the experimental group was significantly increased compared with that of the control group. Strain

ABSW-1 exhibited resistance to ampicillin, vancomycin, erythromycin, cefathiophene and penicillin, but was highly

sensitive to tetracycline, gentamicin, enrofloxacin, florfenicol and chloramphenicol. In summary, strain ABSW-1 may be

the causative agent of rotting body disease in hybrid sturgeon, which has high pathogenicity and can trigger lesions in

several organs of hybrid sturgeon.

Keywords: hybrid sturgeon; rotting body disease; Aeromonas veronii; Bacterial isolation and identification of strains;

drug analysis resistant
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Fig.1 Clinical symptoms of rotting body disease in hybrid sturgeon(Acipenser baerii x Acipenser schrenckii)
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Fig.2 Histopathological observation results of rotting body disease in hybrid sturgeon(Acipenser baerii x Acipenser schrenckii)
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Fig.3 Morphological characterization of the pathogenic bacterium

ABSW-1



68 IR A I 2 (F AR

http://xb.hunau.edu.cn 20254 6 A

2.2.2 ABAAAFHSATER

K FH 40 T g A Ak B 2 R T R R B
ABSW—1 A BEAfL R S 08 . S5 R (FR2) 8
TN, R T B A o e O YR TR B2 L

A He

2 HREEABSW—1HIEIBE (LHM

Table 2 Physiological and biochemical characteristics of pathogenic

bacterium ABSW-1
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Fig.4 Phylogenetic tree of the pathogenic bacterium ABSW-1
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Fig.5 Virulence genes examination result for pathogenic bacterium

ABSW-1
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Table 3 Susceptibility of ABSW-1 to antibiotic drug
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