WA K2R (A RBFE ) 2024, 50(6): 31-35. DOI: 10.13331/j.cnki.jhau.2024.06.004
Journal of Hunan Agricultural University(Natural Sciences)

SIARER:

EAEAS, IR, XV, —HORMRE % S R I SLRRIITFE[T]. IR AR R4 (B AR ERR) , 2024, E = E
50(6): 31-35.

WANG S W, WANG QH, LIUY N. Identification of a strain of Rhizopus oryzae and study on its fermentation
production of lactic acid[J]. Journal of Hunan Agricultural University(Natural Sciences), 2024, 50(6): 31-35. E
FeFm Mk http:/xb.hunau.edu.cn

— BRI B R E AR LTS
FAH2, FWE, A2

(1355 IR KA i A%, BBIpIT. FF55M /R 1610055 2. Btk TR 5 FE A ) 2 Rk (R4 5 S0 2
BIETL F5FFMIK 1610055 3 Z-Jbf0l I E A dnRl e, BRIETL M/REE 150030)

& FE. KB (Rhizopus oryzae) Fer=EFLIREANER, 1E/F 2408 A EEMRHMN . AN BRITA IR
ORI B — MR, SRR MNEE FRFR X (TS) T4 5E , B4 KA EE WSW-LYN-001; X}i%
PR ZLER I RE AT TAFSE , O H 2L R AR T T A, 25 SR . DU IR, 7848 hE, K
AR B pHIA3 27647, KIE84 hWE LR i W [RAFTETO g/LAc AT s AU 22 BB, B ZOIRFIER
ARILLIA, HMEIFLER ™ 1t K60 hig, BRIRTA IR B rhFLRR ™ it L 2R 2 A R T s BRIRIA 22141 %
pHAIF A CaCOstifb /G, FEWIMRPH AT, AFE60 him, FLER ™ mii=ik134.25 g/L.

X B IR KMREE; (DNA; WESERIFRIXATS); WS ; Flid™
FESES. Q939.97 XRKFRERS: A XEHS: 1007-1032(2024)06-0031-05

Identification of a strain of Rhizopus oryzae and study on

its fermentation production of lactic acid
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Abstract: Rhizopus oryzae produces important organic acids such as lactic acid, and has important application value in
many fields. In this study, a fungus was isolated from Baijiu Daqu of Beidacang, Heilongjiang Province, and the strain
was identified and named as Rhizopus oryzae WSW-LYN-001 using internal transcribed spacer(ITS) identification. The
results showed that using glucose as the carbon source, after 48 hours, the pH of fermentation broth reached around 3.2.
After 84 hours of fermentation, the lactate production maintained at around 70 g/L. The passage number could affect the
morphology of fungal hyphae(flocculent and globular mycelium clusters appeared), which in turn affected lactate
production. After 60 hours of fermentation, the lactate production in the fermentation broth of spherical mycelium was
higher than that of flocculent mycelium. After pH optimization, the spherical mycelium produced the maximum lactic

acid yield of 134.25 g/L after 60 hours of fermentation at an initial pH of 7.

Keywords: Rhizopus oryzae; tDNA; internal transcribed spacer(ITS); strains identification; lactic acid production
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Fig.1 Morphology of mold spores
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Fig.2 Different forms of mycelium clusters of molds
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Fig.3 Microscopic morphologies of mold mycelium and spores
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Fig.4 The pH changes of culture solution of WSW-LYN-001
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strain with sheet-like mycelium cluster over culture time
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Fig.5 The variation in L-lactic acid production by R. oryzae
WSW-LYN-001 with sheet-like mycelium cluster over

fermentation time
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Fig.7 Production of lactic acid by R. oryzae WSW-LYN-001 strain with spherical mycelium cluster under different fermentation conditions
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