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Identification of the pathogen causing leaf spot of Prunus salicina
and screening of fungicides

CHEN Na', QIAO Xinghua?, ZHANG lJiat, ZHOU Huizhen!, WANG Wu?, HU Junhua'”

(1.Institute of Citrus, Southwest University, Chongging 400712, China; 2.Wanzhou Plant Protection and Fruit Technology
Extension Station, Chongging 404199, China; 3.Institute of Fruit Science, Chongging Academy of Agricultural Sciences,
Chongging 402260, China)

Abstract: In order to clarify the pathogen causing the leaf spots of Prunus salicina, tissue isolation was performed to isolate
and purify the pathogen, which was further identified by morphological characteristics and polygenic joint sequence analysis.
The pathogenicity of the pathogen was determined by spore spraying method and acupuncture inoculation method, and 24
fungicides were screened indoors. The results showed that 4 fungal strains with the same morphological characteristics were
isolated from the diseased Prunus salicina leaves. The representative strain LY12 had round colonies and white to light
yellow hyphae; and had spherical, black pycnidium, with conidia colorless, monospore, mostly oval. The genes of ITS,
TUB2 and LSU were used to construct the phylogenetic tree. The results showed that strain LY12 and Didymella bellidis
were clustered in the same branch. According to morphological characteristics and phylogenetic analysis, strain LY12 was
identified as Didymella bellidis. The pathogenicity test showed that the pathogen strain LY12 could infect the leaves,
branches and fruits of plum varieties in Sichuan and Chongging, including Qingcuili, Banbianhong, Qingnai, Jincuili, and
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Cuihongli, and the largest lesions appeared on the leaves. The pathogen could also infect leaves and fruits of citrus varieties
including Ulick lemon, Ehime 38, and Taroko blood orange. Indoor fungicides screening test showed out of the 24
fungicides, 11 kinds of fungicides, such as 50% boscalid water dispersible granule, 38% boscalid pyraclostrobin suspending
agent, 25% azoxystrobin suspension, 75% trifloxystrobin tebuconazole water dispersible granule ect., showed strong
inhibitory effect on pathogen strain LY12. And 50% boscalid water dispersible granule had the most obvious inhibitory

effect, with ECso being 0.153 1 pg/mL.

Keywords: Prunus salicina leaf spot; Didymella bellidis; pathogenicity; fungicide screening
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Fig. 1 Morphological characteristics of the strain LY12
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NCBI/GenBank , % 5% % 43 %l & 0Q190215 |
0Q193173 1 QQ211304. Blast M X},
LY12 B ¥k 5 NCBI % %5 MN274965.1 19
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79[ Didvmellamollerianal C206444.1
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Fig.2 Phylogenetic tree of strain LY12 based on adjacency
method and combined ITS and LSU sequences data

2.2 REENEHEME

BERR LY12 ERhRIsL ikt F, &R
ol 100%, 3 d AR b A A O RITR M (G

B i AN R BE A5, Xt BRI R R B0 o o B e
BRI EORE, RS LY12 AR IEE
FRAE A2 T 25 8 255 o AR PR R I 00, H0 DR oAy
PR LY 12 S MELT 2= BB 0 D 1R

PEERE LY12 /35 Rh B E S faher . &
NI ooy ) A R s ML s S L A |
RS b, DIRIUTivikrtsE, Zig 38 Mt IS H
A R LR SE |, TS0 k. 6 d )&,
5 NAEFIESE . MR RS I T R/
—REBE(FR 1. B 3), Hfierasnt i LieHE
BIHRAEY 127 cm, HHSMEH B LREEEY
HZA9K 063, 0.61 cm, 4xfifiZs RS BEF- 14
HEZHR 041 cm, KRG vikrls . B
38 LM AIE S B AR i e AR SE (] 4), Hp
1% 38 ZM AR SR BE A B AR 20 1.32 cm, %
BRI I B2 A2 0.51 cm,

Fz1 LY12 EHEREMMHIBHNTHRMER

Table 1  Average lesion diameter of different varieties of plum

and citrus infected by strain LY12 cm
R RIFTE R BE HRITE
AR FHER I ERE
Hhe%E (0.3540.01)b  (1.1040.05)b  (0.6320.03)a
W21 2 (0.3240.01)c  (1.2740.06)a  (0.4940.01)b
s (0.4140.01)a  (0.52#0.03)d  (0.4020.01)c
RSk (0.2740.02)d  (0.4440.02)d  (0.42+0.02)c
HE (0.2120.06)e  (0.8940.01)c  (0.610.05)a
JUHFAE (0.1120.01)c  (0.3020.02)b
FR 38 4 (1.3240.08)a  (0.2140.01)c
EEFHORE  (0.7120.03)b  (0.5120.01)a

[F) %) 5 40 AN ] - Bk e i Bl Rl Y 22 A ST E X
(P<0.05),

000 08 25 490 A

e e B

-6 - 7 == 8 ' 9 10

11 12 13 14 15

1.6, 11 HPAHEMEERRAI A Bk SR8 20 70 12 SRRIONIRZIRRI AL Kk, 2RSG 30 8. 13 MBI ENEER
MR OB, RS 4090 14 HENERLIR AL Bk RS 50100 15 DHPATACREIM AL Bk Rk,
B3 LY12 Ekkxt 5 M2 mMrEmT

Fig. 3 Pathogenicity of strain LY12 to 5 kinds varieties of plum
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Fig.4 Pathogenicity of strain LY12 to different varieties of citrus
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Table 2  Virulence of 11 kinds fungicides to strain LY12
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