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Identification of Neopestalotiopsis sp. and Pestalotiopsis microspora
as pathogens causing blight on green crisp plums
and screening of the fungicides
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Abstract: Pathogen separation from tissue was carried out on the diseased part of green crisp plums with blight collected
in Wanzhou, Chongqing. Pathogen strains HYL2-2 and HYL2-5 were obtained, through traditional morphological
identification and molecular biology(ITS and TUB2) identification methods, the pathogens were identified as
Neopetalotiopsis sp. and Pestalotiopsis microspore. Pathogenicity test carried out on healthy green crisp plums showed
the two pathogenic bacteria are pathogenic to the branches, leaves and fruits of the green crisp plums. Indoor drug
screening using mycelial growth rate method showed among 16 fungicides, 25% pyraclostrobin SC has obvious
antibacterial effects on Neopetalotiopsis sp., with ECsy of 0.055 4 pg/mL; 60% pyraclostrobin metiram WG has obvious
antibacterial effects on Pestalotiopsis microspore, with ECs, of 0.002 pg/mL.

Keywords: green crisp plums (Prunus salicina Lindl); Neopestalotiopsis sp.; Pestalotiopsis microspore; pathogenicity;
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Fig.1 Damage symptoms on leaves and branches of green crisp plums
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Fig.2 Morphological characteristic of pathogenic fungi from green crisp plums



5548 B 3 4]

RERE  FHEAAZN BN 1970 B 42 E S 24790 i ik 301

HYL2-5 WRkHVE R BIE , hgH5r. Wz b
BYs, BPEIRIRESMES, s, AR,
FHERTEEK . A, B, (15~18)
umx(4~7) pm K/, — I RIRE S, — i s A ;
4 [E)fF, R4S G, MR T
T A 2~3 MM JE 223 R 2 i), K 11.2~18.5
um, #E, A3, AR, K 2.0~3.5 um,

HYL2-2 A ITS Fil TUB2 JE R F81H 4351 A
526 bp #1451 bp, 5 NCBI &35~ MN723897.1 .
MN539229.1 % Neopestalotiopsis sp.J 41 FIAR{UE
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Fig.3 Phylogenetic tree for strain HYL2-2 based on neighbor-

joining analysis using ITS and TUB2 sequence data
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Fig.4 Phylogenetic tree for strain HYL2-5 based on neighbor-

joining analysis using ITS and TUB2 sequence data
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Fig.5 Pathogenicity test of the strain HYL2-2 and HYL2-5 on green crisp plums
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ug/mL 1) 2%F TR A R K . 28% % IR Z AR |
29% A1 ki &R /KR AT 99% 8 Bk FL il Xt HYL2-2 Al
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TN 12 AZREFINE 2 A BRI P
(F 1)o 40%HBIZ R R ATIRIER I . 25% ik
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IRAFTORLF] . 60% M kA CARI K A FCRE R . 75% M5
TR IR B K 3 FRORE 7 L 37% 45 Tk P BRI /K 43 B0k
FINGE 7 LN 2 REOR A BT TT, ECso 1Y
/NF 1 pg/mL. 25%IRBENEFLIM . 50% H LA 1R R AT
MR . 80% ARG EE P IRMHFn 70 L BEAT 54 il
HURE, ECso34/NF 10 pg/mL, Al #E—E47 M
YR

TEENEEHIE T, 12.5%K s B a] 3P4 57
X HYL2-2 H#ERY ECso 4 9.869 6 pg/mL, X}
HYL2-5 Rk ECso 7 48.273 3 pug/mL; 80% 514
FRKABCRiFIA HYL2-2 BERRI ECso 4 50.135 2
pg/mL, X HYL2-5 B #k 1) ECso 4 7.183 2 pg/mL,
P 12.5% A nVR R 7R BE A A Rl HYL2-2
PARE, fEX) HYL2-5 WRRIROHEES, 80% b 147}
K 4y HORLF BB A &0 H HYL2-S BBk, (X
HYL2-2 FERIROHESS -
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Table 1 Virulence of sixteen fungicides to two pathogenic fungi
LS 253 Sl S pip ECso/(ngmL™)  HHIEHREL 95% & 7KL

HYL2-2 40%EMZ WA BRI Y=5.700 8+0.275 4X 0.002 9 0.985 6 0.000 0~128.610 5
25%MHk MA. gk T i kP 51 Y=5.972 8+0.774 1X 0.055 4 0.9823 0.000 0~118.541 1
450 g/L WKL 7L il Y=7.464 3+2.371 0X 0.091 3 0.992 6 0.004 2~1.984 3
T0%J M+ ik PR BR /K 3 FORIR . Y=6.234 8+1.574 2X 0.164 3 0.9913 0.013 2~2.049 0
60% MRk - AR /TR Y=6.280 1+1.746 7X 0.1850 0.747 5 0.012 4~2.750 8
T5%IIF T - IR A EORIT] Y=5.323 5+1.370 0X 0.580 5 0.928 3 0.084 6~3.983 7
37% KTk P ERG K MR ] ¥Y=5.127 3+1.604 6X 0.833 1 0.968 6 0.161 0~4.310 8
25% IS FLIM Y=4.456 5+2.251 0X 1.743 7 0.9575 0.410 6~7.400
50% HBLAT B R IR Y=4.127 4+2.426 8X 22885 0.903 1 0.407 5~12.852 8
80% 1 CARAE B T IR A R Y=2.908 5+3.066 8X 4.808 3 0.898 7 0.573 4~40.320 9
12.5% M it A R PR 511 Y=4.001 0+1.004 7X 9.869 6 0.920 6 0.001 8~186.147 2
80% 7t B /7K A BRI Y=3.718 2+0.754 0X 50.1352 0.983 8 0.000 0~2511.347 9

HYL2-5 40%HME WA A BHERF  Y=5.816 6+0.197 9X 0.000 1 0.986 6 0.000 0~1
60%MAFE « (LR AT Y=5.856 2+0.316 6X 0.002 0 0.984 5 0.000 0~1
25%MHk MA. gk T i ik V7 51 Y=5.990 0+0.515 0X 0.0120 09713 0.000 0~3.683
450 g/L WREEHEZL i Y=5.817 9+0.836 7X 0.1053 0.771 4 0.000 2~50.762 2
T0%GmE - Bk PRZK S HORT] Y=5.836 9+1.280 5X 0.2220 0.990 5 0.013 1~3.768 7
37% K P ERS K ORI ] ¥Y=5.559 4+1.253 3X 03578 0.993 8 0.038 6~3.319 9
T5%IIT TR« IR A RORIT] Y=5.326 7+1.129 3X 05137 0.941 8 0.054 9~4.808 6
25% IS FLIM Y=4.808 3+1.229 7X 1.4319 0.877 8 0.130 9~15.659 4
80% R ARER S /K AUk Y=4.668 2+0.976 1X 21875 0.947 8 0.056 7~84.399 0
50%H AT R T IRPERT] Y=4.349 4+1.638 5X 24950 0.844 7 0.214 9~28.961 0
80% 7. B /7K A BRI Y=3.382 2+1.889 3X 7.1832 0.994 8 0.056 5~913.661 8
12. 5% it A R PR 511 Y=4.238 1+0.452 5X 48.273 3 0.9700 0.000 0~32 783.945 3
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PRI | £ AL SR A AR R, 2 ey )
HGE T oAU 2 BT R AR B, &
SRR . L )R X R AR, e
HAEERFRK S FAR MR TR
AR RARER . /IMEIEEZ E )2 Pestalotiopsis
JRELER, AIECIERE . NG . B TAS . WRINIRAR
L. TR S R AR . SRR T,
PN Ct RUNENENERE S5 & SR S 2 <X 0 S VAN V)
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B0l 2 BB BURE M FF EAEY 1L, AR
A FAEN BRI R | BRI, (P1E
FRRE, NIRRT, EEXTEZ, DA

X} 2 PPN 22 B 1R Bom B TR = N 255
TSR, 2 DEUREXT 40%ZH R . 25%0t
I ik PRI L 450 g/L BREERE | 70%5m8 - Fik BT . 60%
WA Pt AR RIR . 75% M5 B SR TR 377 %0 R ik F B 25
7 PR EAIHEURR, ECso2/NTF 1 pg/mL; 1M 2%
HEHE . 28%IIREH . 29% LA FIFT 99%F 4
LI B A 2 B AN 2 B AT
IHIVER, PRAEB iR N RS s 2278 R AR
X2 Ao EA R MEIER , (A% TS
FRREPE, NGl o P AERE 25%NHmk ok bR g
BIFFIF 60% Mg - FCARDOK M EORFIBT iR . R
PEBOR A KR, /DR 2 B A K= i
WEIRE R 28 CU, BIEBIEA . HEMUEOIRE
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