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Identification of pathogen causing Colletotrichum liriopes
leaf spot on Pachysandra terminalis

ZHONG Jie', YIN Xiujuan', ZHONG Shuangyu', CHEN Jin?, ZHU Junzi', LI Xiaogang'"

(1.College of Plant Protection, Hunan Agricultural University, Changsha, Hunan 410128, China; 2.Institute of Agro-
Environment and Ecology, Hunan Academy of Agricultural Sciences, Changsha, Hunan 410125, China)

Abstract: In this study, we isolated and identified the pathogen of a unknown leaf spot disease occurred on
Pachysandra terminalis (P. terminalis) plants, in May 2019 in Changsha, Hunan Province of China. Based on
morphological characteristics, pathogenicity test, and molecular identification which was conducted by
constructing the phylogenetic tree using combined gene sequences of internal transcribed spacer (ITS) rDNA, actin
(ACT), chitin synthase 1 (CHS1) and glyceraldehyde-3-phosphate dehydrogenase (GAPDH). Based on the above

results, we can conclude that the leaf spot disease of P. terminalis was caused by Colletotrichum liriopes.
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Table 1 Information of primers used for PCR amplification

and sequencing

GIEYE47S FFI(5'-3" HEH
1TS4 GGAAGTAAAAGTCGTAACAAGG ITS
ITSS TCCTCCGCTTATTGATATGC

ACT-512F ATGTGCAAGGCCGGTTTCGC ACT

ACT-783R TACGAGTCCTTCTGGCCCAT
CHS-79F TGGGGCAAGGATGCTTGGAAGAAG CHS1
CHS-354R TGGAAGAACCATCTGTGAGAGTTG

GDF GCCGTCAACGACCCCTTCATTGA ~ GAPDH
GDR GGGTGGAGTCGTACTTGAGCATGT
1.2.2  FoF et s m/R @ Hom b e e
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Fig.1 Symptoms of leaf spot disease observed on Pachysandra terminalis leaves
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Fig.2 Morphological characteristics of the isolated pathogens
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Table 2 Information of the fungal strains used for phylogenetic analysis

i S5 FItk B
ITS ACT CHS1 GAPDH
S Jl4:71(C liriopes) CBS119444 GU227804 GU227902 GU228294 GU228196
CBS122747 GU227805 GU227903 GU228295 GU228197
CDLG3 1Q400004 1Q399990 JQ399997 JQ400011
CORK2 HMS585396 HM581988 HM582029 HMS585382
F 3546 0 48:98.(C.spaethianum) CBS167.49 GU227807 GU227905 GU228297 GU228199
CBS100063 GU227808 GU227906 GU228298 GU228200
CBS101631 GU227809 GU227907 GU228299 GU228201
22 1 JJH 14 (C.chlorophyti) IMI103806 GU227894 GU227992 GU228384 GU228286
CBS142.79 GU227895 GU227993 GU228385 GU228287
A 4(C circinans) CBS221.18 GU227855 GU227953 GU228345 GU228247
CBS125331 GU227861 GU227959 GU228351 GU228253
CBS117546 GU227857 GU227955 GU228347 GU228249
Hi 4 ¢ 9HL 1 (C.curcumae) IMI288937 GU227893 GU227991 GU228383 GU228285
2L 95 9H 1 (C.dematium) CBS125.25 GU227819 GU227917 GU228309 GU228211
CBS125340 GU227820 GU227918 GU228310 GU228212
JiE A JE i (C.gloeosporioides) CBS953.97 GQ485605 GQ856782 GQ856733 GQ856762
CDLG1 1Q400008 1Q399994 JQ400001 1Q400015
CDLG4 JQ400009 JQ399995 JQ400002 JQ400016
KAl IE % (C.hymenocallidis)  CSSN2 GQ485600 GQ856775 GQ856730 GQ856757
CSSN3 GQ485601 GQ856776 GQ856729 GQ856759
& A (Clilii CBS109214 GU227810 GU227908 GU228300 GU228202
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Fig.3 Phylogenetic tree based on combined sequences of ITS, ACT, CHS1 and GAPDH
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