( ) 2021 47(5) 535-539 DOI 10.13331/j.cnki.jhau.2021.05.008
Journal of Hunan Agricultural University(Natural Sciences)

SIARE: E'-" E

[
( ) 2021 47(5) 535-539
ZHANS YANGJ HUJH WUY Z WUW ZHANGJ CHEN N ZHOU Y. Identification of Stagonosporopsis
cucurbitacearum as the pathogen of citrus and screening of its fungicides[J] Journal of Hunan Agricultural
University (Natural Sciences), 2021 47(5) 535-539
http://xb.hunau.edu.cn

K EAE T D DERY i JR 25 T8 K B A 20 5 AU Tk

1 2 1,3* 1 1 1 1 13
1. 400712 2. 400712 3.
400712)
2 2020
Csl1 CS11  Stagonosporopsis cucurbitacearum
CSs11 CS11 CSs11 CS11
(Citrus reticulata.cv. dayagan) (Citrus rtemplex Dancy) (Tarocco blood orange(Citrus sinensis(L.)
Osbeck)) (Citrus limon) 75%
60% . 450 g/L 37% 11.5%
5 Cs11 75% . 60% - 37%
11.5% 4 ECso 10 mg/kg
x # i
FESES  $436.661.179 XaktrEsRg A YE%HS 1007-1032(2021)05-0535-05

Identification of Stagonosporopsis cucurbitacearum as the pathogen
of citrus and screening of its fungicides
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Abstract: In the spring of 2020, the typical diseased citrus fruits were collected in Changshou, Chongging, and the blight
fruits of dayagan(Citrus reticulate cv. dayagan) were obtained. The strain CS11 was obtained from the diseased samples
by tissue separation. Through morphology and molecular biology characterization, strain CS11 was determined as
Stagonosporopsis cucurbitacearum(S. ucurbitacearum). Pathogenicity study by spraying the spores on health citrus plants
showed that strain CS11 caused blight on citrus, which confirmed the pathogenicity of strain CS11. S. ucurbitacearum
strain CS11 has pathogenicity on Citrus reticulate cv. Dayagan, C. rtemple X Dancy, C. sinensis(L.) Osbeck(Tarocoo
blood orange) and C. limon. And the strain CS11 is pathogenic to the leaves, branches and fruits of the 4 kinds of citrus.
The growth rate method was used to determine the virulence of different agents to the strain, the results showed five
fungicides including 75% trifloxystrobin tebuconazole, 60% pyraclostrobin metiram, 450 g/L prochloraz, 37% difenoconazole
and 11.5% pyraclostrobin had good inhibitory effect on strain CS11. The ECs, values of 75% trifloxystrobin tebuconazole,
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60% pyraclostrobin metiram, 37% difenoconazole and 11.5% pyraclostrobin were all less than 10 mg/kg.

Keywords: Citrus reticulate cv. dayagan; Stagonosporopsis cucurbitacearum; caused blight; pathogenicity; screening of

fungicides
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Fig.1 The pathogenicity of S. cucurbitacearum strain CS11 to 4 kinds of citrus
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Table 1 Inhibitory effect of different fungicides on S. cucurbitacearum strain CS11
ECso/(mg-kg™)  ECol/(mg-kg™) R 95%

11.5% Y=6.240 7+1.692 2X 0.184 8 1.0571 09118 0.012 9~2.656 6

75% Y=5.956 0+1.098 3X 0.1348 19788 0.961 6 0.0052~3.5190

450 g/L Y=3.773 6+1.311 1X 8.616 8 81.806 6 0.887 1 0.065 6~1132.212 0

60% Y=4.326 0+1.720 8X 2.464 3 13.690 5 0.9704 0.300 9~20.180 2

37% Y¥=5.100 1+2.160 1X 0.898 8 3.5232 0.989 6 0.2329~3.4677
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