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Molecular epidemiologic characteristics of blactx.w genes of ESBLs-producing
Escherichia coli isolates from food animals in Sichuan province

YANG Chenglin', WU Congming?, WANG Shuang', LIN Juchun'”

(1.College of Veterinary Medicine, Sichuan Agricultural University, Chengdu, Sichuan 611130, China; 2.College of
Veterinary Medicine, China Agricultural University, Beijing 100193, China)

Abstract: 123 extended-spectrum B-lactamase-producing Escherichia coli(ESBL-EC) were isolated and collected from
food-producing animals(swine and chicken) of different farms in Sichuan province from 2010 to 2016. PCR and DNA
sequencing were performed to detection blacryy genes. Pulsed-field gel electrophoresis(PFGE) was used for molecular
typing of 33 isolates of the 123 isolates with different sources. The results showed that prevalence of blacrxy was
91.9%(113/123) in ESBL-EC isolates, among which blactx.mss and blacrxa.es were the dominant genotypes. The
occurrence of blacryy Was increasing yearly; blacrx.y variants were observed in isolates from chicken and swine; 9 types
of mutations of blactx.m genes were found in 12 isolates, in which 10 were sense mutations, which made 7 types of amino
acid substitutions; 33 isolates were classified into 32 types by PFGE. In sumary, blacrx.m genotypes were mutated, and
had spread widely among different molecular types of ESBL-EC isolates from food animals in Sichuan province.
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Table 2 The detection result of blacrtx-m genotypes among isolates during 2010-2016
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Fig.1 The detection result of blactx-m genetype among isolates
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Table 3 Distribution characteristics of blactx -m gene mutations and amino acid substitution
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Fig.2 PFGE dendrogram of Escherichia coli isolates harboured blactx-m
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