( ) 2018, 44(6):650—-654. DOI:10.13331/j.cnki.jhau.2018.06.013
Journal of Hunan Agricultural University (Natural Sciences)

http://xb.ijjournal.cn

R £ 2RI KR

1,2 2,3 2,4 2.4 2,4

(1. 100083 2.
427000 3. 416000 4.
427000)
7 E 2016 8 10

PCR b

(Parasinilabeo longiventralis)
(Parasinilabeo longicorpus) (Parasinilabeo assimilis) 0.5% 1.6%~1.8% 1.9%
3
1~2

x # i b
FEDES Q95941 XHEFRER A XEHRES  1007-1032(2018)06-0650-05

A new record species of fish, Parasinilabeo longiventralis
(Teleostei: Cyprinidae), from Hunan, China
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Abstract: In August of 2016, one kind of fish was collected at Huanglong Cave, Wulingyuan, Zhangjiajie, Hunan
Province. The detailed morphology of the 10 specimens were observed, measured and counted and then they were
identified as a Parasinilabeo fish subordinating to Labeoninae. The mitochondrial cytochrome b gene was amplified with
PCR technology and the sequenced were compared with the National Center for Biotechnology Information Database, the
United States. The results showed that the genetic distance between the studied species and Parasinilabeo longiventralis,
Parasinilabeo longicorpus and Parasinilabeo assimilis were 0.5%, 1.6%—1.8% and 1.9%, respectively. Compared with
the above—mentioned three kinds of fishes in morphology, it was closest to Parasinilabeo longiventralis, but owing
smaller individual sizes and less number of fin by 1-2. According to the molecular and morphological data, it was
identified as Parasinilabeo longiventralis, which was a new record in Hunan province. After preliminary analysis of the
distribution area and living environment, the Parasinilabeo longiventralis should be a seasonal cave fish that inhabits the

karst region in the subtropical monsoon wet climate zone.

Keywords: Parasinilabeo longiventralis, new record species; morphological characteristics; mitochondrial Cyt b gene;

Hunan
isHE  2018-05-02 &= 2018-07-08
HEEWMAE (31460160) (DNGC1705)

fEEENT (1970—) dani2017@126.com



44 6

(Parasinilabeo)

(Cypriniformes) (Cyprinidae)
(Labeoninae) 6
(1]
[2] [3]
— HUANG M

( )[5]

1 [6]

DNA

[71
b(mitochondria cytochrome b Cyt b)

mtDNA 13
8 Cytb

PCR Cyt b
(National Center
for Biotechnology Information NCBI)
Cyt b

1 MRS5EZE
1.1 ##

2016 8
(110°36'47"E  29°22'02"N) 10

Gy

it

1.2 WEFESHEH]

%

( )l
1.3 DFEMZLEE

1.3.1 3 FEZH DNA 3K

DNA
1.5 mL
500 pL 15
pL 10 mg/mL K 55°C 3h
200 puL

10~20 mg

DNA
DNA 50 ul  TE

Cyth (L14724 5'-GACTTGA
AAAACCACCGTTG-3' H15915 5-CTCCGATCT
CCGGATTACAAGAC-3")""! PCR
PCR 95 C 4 min 90 C
52 °C I min 72 C 1 min 38

10 min PCR

ABI PRISM 3730

1 min

72 °C

1.3.2 Z3EHH

DNAstar  SeqMan

NCBI
gov/Blast.cgi)

Blast (https://blast.ncbi.nlm.nih.

NCBI

MEGA 7 ClustalW (12]

1.4 WASFNEHELLE
2%

1.5 HREERF=aIYn

(SL167—96)
pH



652 ( ) http://xb.ijournal.cn 2018 12

N\
2 HRE5SH 1
21 SR

1
.
2 3
b
a b
Bl #HE&IMNE
Fig.1 Theexternal morphology of inquired fish
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Tablel The measurement comparison between theinquired speciesand the other close Parasinilabeos
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40.2~704 31.0~543 20.7~27.6 20.7~258 15.1~17.2 10.8~132 65.8~72.5 41.3~48.8 20.2~26.2 iii,5~6 ii,8~10 ii,6~7 ii4~5
( )
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Table2 Speciesinformation of Parasinilabeo from Cyt b gene molecular identification

NCBI 1%
Parasinilabeo assimilis KIZ20050625013 GU086553 1.9
Parasinilabeo longibarbus KIZYJ20100005 KT633643 7.7
Parasinilabeo longicorpus KIZYJ20100056 KT633646 1.8
Parasinilabeo longicorpus KIZYJ20100004 KT633642 1.6
Parasinilabeo longiventralis KIZYJ2013033 KT633650 0.5
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