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Construction of fingerprint by ISSR for redried tobaccos from main
tobacco materials in branded cigarettes made in Yunnan
Fan Jie', Zhang Qi', Wu Tian>", Xia Yingying'

(1.Shanxi Kunming Tobacco Co., Ltd., Taiyuan 030012, China; 2.Key Laboratory of Landscape Plants and Ornamental
Horticulture, Southwest Forestry University, Kunming 650224, China)

Abstract: ISSR analysis was conducted on 5 redried cigarettes which were made from 5 tobacco cultivars
(Honghuadajinyuan, Yun87, NC297, NC102 and K326). The result showed that these redried cigarettes were
differentiated by 5 ISSR primers (826, 836, 841, 847 and 856), based on which the fingerprints of the 5 redried
cigarettes were constructed using primers of 826 and 856, respectively. With primer 826, PCR bands in six levels from
250 bp to 1 000 bp were obtained, and with primer 856, PCR bands in five levels from 750 bp to 2 000 bp were

obtained.
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