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Abstract: We collected 214 sera samples from a farm which its growing-finishing pigs with poor health conditions and

detected porcine parvovirus (PPV) by PCR. A sample contained PPV identified by PCR was inoculated into ST cells to

isolate PPV and the isolate was sequenced and we described partial of its biological characteristics. We found that there

were no sera contain PPV detected by PCR from pigs aged from 2 to 14 weeks and 24 week, however, PPV can be
detected from serum of pigs aged from 15 to 18 and 22 weeks with positive rate 10%, 40%, 20%, 15.4% and 9%,
respectively. The isolate was serially passaged in ST cells and the ST showed stable cytopathic effects when the isolate

passaged to the fifth generation. Hemagglutination titer of the isolate was 2® by the hemagglutination assay. We also

found that the partial genome of the isolate share more than 98% identity with PPV genomes found in GenBank,
especially as high as 99.1% with the strain YL which was isolated by Shil" in 2012. Therefore, we demonstrated that the
isolate is PPV and nursing pigs in late stage as well as fattening pigs in early stage have a high PPV rate in this farm.
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Table 1 Sequencing primers for PPV

(5'—3" /C /bp
PPV-FI ACTCTCAGCTACTGCAGCAT 273~775 bp 55 502
PPV-RI TGCATTATTAACCATCTACTCCAT
PPV-F2 GTGGAAAAGGCTTACAACAA 692~1 337 bp 55 645
PPV-R2 GGTTTTGCCTTTTCAAGTATTA
PPV-F3 TAGAAATGATGGCTCAAACC 1 220~2 544 bp 55 1324
PPV-R3 GCTGCTGAGAAGTAGAAGTA
PPV-F4 AAAAGAGCAAGAGGTAAGGG 2302~3 139 bp 55 837
PPV-R4 TGACCAAGGTGTTACCATTT
PPV-F5 CGCATCAAGACTCATACATC 3 004~4 336 bp 55 1332
PPV-RS GTCAGCATTGAAATCATCTGTTAG
PPV-F6 ACAGCACTAAACAATACTGCACCT 4161~4 538 bp 59 377
PPV-R6 CTTGGTATAAGTTGTGAATATTCTG
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