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Research of Brassica napus recessive genic male sterile line72A controlled

by a single gene

QI Bao-ying®, RUAN Ying*, GUAN Chun-yun®, LIU Chun-lin®*

(a.College of Bioscience and Biotechnology; b.College of Agronomy, Hunan Agricultuural University, Changsha 410128,

China)

Abstract: We found a male-sterile plant, named “72A”, in the GX—49 strains (Brassica napus L.) in Hunan Agricultural
University experimental field in March, 2011 (Changsha, Hunan, China). During its abortion stage we observed its anther
development carefuuly by using the technology of paraffin sections. Through the dynamic analysis of its genetic
characteristics after it was hybridized with double-low, early maturity Brassica napus GZ—4 and GZ-20-2, we found that

72A belonged to no pollen sac abortion type and its recessive genic male-sterile character was controlled by a single.gene.
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Fig.1 Comparison of floral organs between sterile and fertile plants
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Fig. 2 Anther development of Brassica napus 72A
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Table 1 The fertility performance of Fy, F, generation of 72A x GZ-20-2 and 72 x GZ-4

/ / / VACIRY) P
T2AXGZ-20-2 F, 32 32 0
T2AxGZ-4 F, 37 37 0
72AxGZ-20-2 F, 186 142 44 0.1147 0.05
T2AxGZ-4 F, 167 126 41 0.0379 0.05
T2A F, 32 F, ( 2
14 18
I 1 72A 1
R2 TEHRAKZHIBMERN
Table 2  Siblings sterile plants cross-fertility performance
/ / / 20D P
72AXGX-49 F, 32 14 18 0.5313 >0.05
7T2AxXGX—-49 F, 67 34 33 0.029 9 >0.05
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Table 3 The main economic traits of 72A xGZ-20-2 72A x GZ-4

/cm / / / /g /g -

GX-49 184.6 7.2 397 12 38 24.7 05-18

GZ-20-2 177.4 8.4 418 12 3.9 254 04-26

GZ-4 176.7 9.0 446 13 4.1 26.8 04-23

T2AXGZ-20-2(F)) 178.3 8.6 429 14 4.0 26.5 04-24

T2AXGZ-4(F,) 177.9 9.4 468 17 4.0 279 04-20
25 ZFXMFBMEERKR 72A GZ-20-2 F,

FOSS NIRsystem 5000 72A - Gz4
72A  GZ-4 F, By 4

36.750% 41.224%
0.191% F, 0.097% Gz GZ-20=2
20.618% F, 18.665% F,

26.598%
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Table 4 The main quality of 72A x GZ-20-2 and 72A x GZ-4
1% 1% /(umol-g™) /%
GX-49 36.750 0.191 20.618 26.668
GZ-4 43.186 0.072 27.036 25.548
GZ-20-2 36.293 1.448 22.032 26.658
T2AXGZ-4(F)) 41.224 0.097 18.665 26.598
72AXGZ-20-2(F)) 36.887 1.114 20.641 25.217
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