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Introns of DWF4 gene influence gene expression in Arabidopsis
PENG Zhi-hong "2, HUANG Ying', YUAN Li-bing', REN Chun-mei'*"

(1.College of Bioscience and Biotechnology, Hunan Agicultural University, Changsha 410128, China; 2.Crop Gene
Engineering Key Laboratory of Hunan Province, Changsha 410128, China)

Abstract: To better understand the expression patterns of DWF4, expression plasmids with 35S CaMV constitutive
promoter containing DWF4 gene with or without its own introns were constructed and transformed respectively into the
pscl mutant deficient in the biosynthesis of brassinosteroids (BRs). Phenotypic analysis showed that the transgenic lines
TgD4 with the introns of DWF4 gene could rescue the defect of BR biosynthesis in pscl totally, whereas the transgenic
lines TcD4 without the introns of DWF4 gene could only rescue the defect of BR biosynthesis partially. RT-PCR
demonstrated that the expression of DWF4 in the transgenic lines TgD4 was obviously increased indicating the

expression of DWF4 gene could be enhanced by its own introns.
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Fig.1 The construct of pMcD4 and pMD4
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Fig.2 PCR identification of transgenic plants
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