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Isolation, identification and degradation characteristics
of a MCPA-degrading bacterial strain

JIANG Zi-wei', TAN Ji-cai', TAN Lin"", ZENG Wei-ai'?, LI Hong-guang’, JIANG Yang'

(1.College of Biosafety Science and Technology, Hunan Agricultural University, Changsha 410128, China; 2.Chenzhou
Tobacco Company of Hunan Province, Chenzhou 423000, China)

Abstract: A bacterial strain named SE08 capable of degrading 2—-methyl-4—chlorophenoxy acetic acid (MCPA) was
newly isolated by enrichment culture from the tobacco field soil in Chenzhou district, Hunan province. Strain SE08 was
temporarily identified as Enterobacter sp. based on morphological and physio-biochemical characteristics combined with
16S rDNA sequence analysis. Strain SEO8 could effectively degrade MCPA in concentration range 150—1 000 mg/L. And
45.21% of MCPA (500 mg/L) could be degraded by strain SEO8 in 24 h. The optimal pH value and temperature for
MCPA degradation by SE08 was 6.0 and 30 °C, respectively.
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Samplel

HM461219.1 | Enterobacter sp. enrichment culture clone HSL90A
IN832584.1 | Enterobacter cloacae strain INVU TW3

EF688006.1 | Pantoea punctata strain LMG 22050

GQ179978.1 | Enterobacter hormaechei strain Fs-11

AJ233408.1 | Gitrobacter freundii

gi | 364515538 | gb | IN866823.1 | Citrobacter freundii strain TN 2
DQ223869.1 | Buttiauxella agrestis strain RT1

HQ880412.1 | Cronobacter dublinensis strain CCM 3461
IN254644.1 | Cronobacter sakazakii strain CS2

AF286870.1 | Serratia odorifera DSM 4582

JF327454.1 | Serratia proteamaculans strain KB22

GU394001.1 | Serratia symbiotica

IN555614.1 | Fdwardsiella tarda strain ADH-1

JF419463.1 | Dickeya dieffenbachiae strain LMG 25992T
AB559928.1 | Candidatus Curculioniphilus endosymbiont of Curculio sikkimensis

EF614236.1 | Buchnera aphidicola

E2 HEHKSE08E T 16S rDNAFFIRLR LI ARG R Bkt
Fig.2 Phylogenetic tree of strain SE08 and related species based on 16S rDNA sequences homology
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Fig.3 Growth curve of strain SE08 growth and MCPA degradation
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Fig.4 Degradation rate of MCPA under different initial concentrations
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Fig.5 Degradation rate of MCPA under different temperatures
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Fig.6 Degradation rate of MCPA at different pH media
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