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Isolation and identification of nine canine parvovirus CS strains

XIAO Bo-ren LUO Wei LIU Chong-ling LI Run-cheng YU Xing-long"
(College of Veterinary Medicine Hunan Agricultural University Changsha 410128 China)

Abstract: Nine strains of canine parvovirus (CPV) were isolated using F81 cell from CPV positive feces collected from
sick dogs in Changsha (CS) the CPV strains were confirmed by PCR and hemagglutination assay showed all the virus
isolates could agglutinate red blood cell of pigs with the titers all above 2”. To further identify molecular and biological
characteristics and the antigen variation of these isolates, VP2 gene was cloned, sequenced and analyzed. The results
showed that the identities of gene sequence and the deduced amino acid sequence of CPV between the isolated strains
and other reference strains were above 97% and 94%, respectively. And there were specific amino acid mutations in the
VP2 of canine parvovirus CS strains.
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Fig.1 Detection of CPV from samples by PCR amplification
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Fig.2 Phylogenetic analysis of VP2 nucleotide sequences
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