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Isolation, identification and characterization of
a Pyrazosulfuronethyl-degrading strain DF12

CHEN Ying-xi, BO Lian-yang, ZENG Ai-ping, ZHOU Xiao-mao, SONG Jie-hui, WANG Yan-hui, LIU Er-ming”

(College of Bio-Safety Science and Technology, Hunan Agricultural University, Changsha 410128, China)

Abstract A Pyrazosulfuronethyl-degrading strain DF12 was isolated from sewage reservoir of the herbicides factory in
Hunan, which belonged to Pseudomonas putida based on physiological and biochemical properties and 16S rDNA
analysis. When strain DF12 grown in LB medium was adjusted to an ODg of 0.80 and inoculated in an inoculum size of
2.0% in 70 mL culture containing Pyrazosulfuronethyl in a 100 mL flask with shaking under pH of 7.0, it could degrade
74.78 % of Pyrazosulfuron-ethyl.
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Fig.2 The morphology of DF12 under SEM(x200 000)
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