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Innovative utilization of Erianthus rockii germplasm
II. Genetic analysis of important agronomic traits on F; of Saccharum officinarum and E. rockii
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(1.Sugarcane Research Institute, Yunnan Academy of Agricultural Sciences Kaiyuan ,Yunnan 661600,China; 2.Yunnan
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Resources Institute, Yunnan Academy of Agricultural Sciences, Kunming 650223,China;4.School of Life Sciences,
Yunnan University, Kunming 650091,China)

Abstract: Six agronomic traits including average stalk weight, stalk length, stalk diameter, millable stalk, internode
length and plot yield of a set of 62 populations of Saccharum officinarum Ludashi xErianthus rockii Yunnan 95-19 were
investigated by using variance analysis, correlation analysis, stepwise regression analysis and path analysis. The results
showed approximately normal distribution of frequency for these traits. Average stalk weight, stalk length, stalk diameter
and internode length showed bi-directional transgressive segregation in the progeny populations with average phenotype
value of millable stalk higher and average phenotype value of plot yield lower, compared to the parent populations.
Millable stalk, internode length exhibited extremely significant correlation with plot yield, and average stalk weight
showed significant correlation with plot yield. Millable stalk and internode length exhibited extremely significant

correlation to yield per plot, and these two traits contributed 48.9% and 3.4% of genetic variation of the yield per plot,
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respectively. Average stalk weight showed a significant correlation with yeild per plot and contributed 32.3% of genetic
varation of the yield per plot. Moreover, stalk length and stalk diameter were found to produce an indirect effect on yield
per plot. Out of five traits millable stalk, average stalk weight and internode length turned out to be the most suitiable

indices for selection.
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Table1 Performance and frequency distribution of phenotypes for agronomic traits in the progeny and parents

Fi
95-19 F, F
/%
kg 1.153 0.019 0.338+0.098 5351.04" 29.0 0.13  0.65 0.515  0.686
Jem 205.400  104.200 234.7+27.800 190.90” 11.9 17420 29580  0.125 —0.281
/em 3.580 0.400 1.55+0.190 2320317 12.5 1.18 1.98 0.267 —0.298
/ 88.000 - 195.55:84.480 - 432 60.00 456.00  0.728  0.558
Jem 10.900 14.190 14.88+2.420 6.07" 16.3 10.30 22.80 0.623 0922

kg 101.500 - 64.1+22.500 - 35.0 2320 118.90 0.563 0.599
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Table 2 Correlation coefficients among agronomic traits
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Table 3 Path coefficients of agronomic traits to plot yield
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