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Application of molecular marker SRAP on analysis of genetic diversity

of polyembryonic ramie seedlings
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Abstract: To analyze the genetic diversity of polyembryonic ramie, 21 pairs of twin ramie seedlings, a bunch of

tri-embryony seedlings and one normal seedling were screened out from the F; progenies of Jingxi qing and Zhongzhu

No.1, and SRAP(sequence related amplified polymorphism)markers were applied in analyzing the genomes of

polyembryonic ramie and their parents. The results showed that a total of 159 polymorphic bands were detected with an

average of 6.8 polymorphic bands per primer pair. The genetic similarities of 48 materials ranged from 0.360 to 0.876.

UPGMA cluster analysis showed that 48 materials were classified into four cluster groups with genetic similarity of 0.51

and group A was further classified into , and

sub-groups with genetic similarity of 0.586. There was no material

showed total consistency in polymorphic bands with another, so the individuals had nothing to do with apomixis.
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Table 1 SRAP primers used in this study
(-39 (5-3"
Mel TGAGTCCAAACCGGATA Eml GACTGCGTACGAATTAAT
Me2 TGAGTCCAAACCGGAGC Em2 GACTGCGTACGAATTTGC
Me3 TGAGTCCAAACCGGAAT Em3 GACTGCGTACGAATTGAC
Me4 TGAGTCCAAACCGGACC Em4 GACTGCGTACGAATTTGA
Me5 TGAGTCCAAACCGGAAG Em5 GACTGCGTACGAATTAAC
Me6 TGAGTCCAAACCGGACA Em6 GACTGCGTACGAATTGCA
Me7 TGAGTCCAAACCGGACG Em7 GACTGCGTACGAATTCAA
Me8 TGAGTCCAAACCGGACT Em8 GACTGCGTACGAATTCAC
Me9 TGAGTCCAAACCGGAGG Em9 GACTGCGTACGAATTCAG
Mel0 TGAGTCCAAACCGGAAA Eml0 GACTGCGTACGAATTCAT
Mell TGAGTCCAAACCGGAAC Emll GACTGCGTACGAATTCTA
Mel2 TGAGTCCAAACCGGAGA Eml2 GACTGCGTACGAATTCTC
Mel3 TGAGTCCAAACCGGAAG EmI3 GACTGCGTACGAATTCTG
Mel4 TGAGTCCAAACCGGTAG Eml4 GACTGCGTACGAATTCTT
Mel5 TGAGTCCAAACCGGCAT Eml5 GACTGCGTACGAATTGAT
Mel6 TGAGTCCTTTCCGGTAA Eml6 GACTGCGTACGAATTGTC
Mel7 TGAGTCCTTTCCGGTCC
Mel8 TGAGTCCAAACCGGTTG
Mel9 GACCAGTAAACCGGATG
Me20 TGAGTCCAAACCGGTGC
1.3 ZHEEIIRS
2
(Fv)
PRX-1000B 1.5 SRAP R RI{k R R I 1EF2/F
28 30°C 60% 12 000 Ix PCR 20 L
72h 2pL(50ng/uL) Taq 0.4 pL(2.5 U/uL) 10xTagq
Buffer 2 pL 0.6 uL(0.1 nm/puL)
dNTPs 0.4 uL(2.5 mmol/L) ddH,0 20 pL
5 94 C 1 min 94 C 1 min
60 d DNA 36 C 1min 72 °C 1 min 5 94 °C
1.4 SRAP 3|¥i%ik Imin 52°7C lmin 72°C 1 min 30
4 ( 1 72 °C 6min 4 °C
Tl T2) 1.6 & =4ia
320 SRAP 2.0%
4 120V 20 min DNA marker
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Table 3 Amplification results for 48 experimented materials

““0”” “€07* <177
Excel 5.0/95

with 24 pairs SRAP primers

/

Ntsys—PC2.10e SHAN / 1%
[7-9] 1 Eml-Me5 16 9 56
UPGMA( ) 2 Eml-Mel6 13 10 78
SimQual [1o=12] 3 Eml-Mel8 9 7 78
4  Eml-Me33 1 5 45
+ 5  Em4-Me5 12 9 75
2 HRHSH 6  EmS—Me2 7 4 57
e s , 7 Em6-Mel3 13 9 69
2.1 SRAP 5|#if ik R 3 &% 514 & Em7-Mel2 . S s
(Tl T2) 320 9 Em7-Mell 11 7 64
10 Em9-Me8 8 5 62
24 11 Em9—Me9 11 5 45
24 48 12 Em9-Mel7 15 7 47
13 Em9-Mel8 9 7 78
3 251 159 14 Eml0-Me7 13 9 69
63% 15 Eml1-Me6 18 14 78
16  Eml1-Me9 6 3 50
100~ 17 EmlI2-MeS 9 7 78
1 200 bp 6~18 18 Em13—Me4 8 5 62
19  EmI3-Mel4 11 5 45
10.5 20 Eml4-Me8 9 7 78
3~14 6.8 21 Em14—Me33 8 3 38
22 Eml6-Me3 8 5 63
1 1( 1) 2( 23 Eml6-Mell 7 4 57
) 31 32 45 46 47 24 Em16—Me33 10 8 67
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Fig.1  Amplification results in 48 materials with primer combination of Em16-Me33
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Fig.2 Dendrogram generated based on SRAP markers for 48 materials used in the experiment
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