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Abstract: As a key member of Hox gene family, the Homeobox A10 gene (HoxA10) is an important candidate gene
influencing reproduction traits in pigs, which plays important roles in embryonic development and cell differentiation. In
this paper, HoxA10 gene was cloned from a Landrace pig by RT-PCR, and different tissues from the pig were tested by
real-time PCR to determine the tissue-specific expression pattern of HoxA10. Results showed that the cloned HoxA10
cDNA of pig was 538 bp long, and it contained an open reading frame (ORF) of 285 bp encoding a peptide of 94 amino
acid residues which showed 98.9% and 97.9% sequence identity to that of human and mouse respectively. In all tested pig
tissues, HoxA10 expressed predominantly in forward leg muscle, followed by kidney, uterus, back leg muscle, oviduct,
large intestine and abdominal fat. And little or no Expression of HoxA10 was detected in hypothalamus, cerebrum,

cerebellum, thalamus, ovary, lung, stomach, small intestine, dorsal muscles and back fat.
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Table1 Descriptions of the 3 primers used in this study
/°C /op
F: 5'—gtcccgctetecttcatatcca—3'
HoxA10 P1 58 538
R: 5'-agccgatgacagagggaggagaa—3'
F: 5'—cggctctgeccaggaact—3'
HoxA10 gs-hoxa 60 383
R: 5'—ccagccctgcacagatgtaac—3'
. . F: 5'-tgttcgagaccttcaacacc—3'
- actin gs-actin 60 93
R: 5'—agcacagcttctccttgatg—3'
1.4 HoxAIOBE cDNA FF5IH 1 RNA cDNA (B-actin)
20 C
Trizol RNA
cDNA RT-PCR HoxA10
TOYOBO
cDNA 10 pL 0.4 uL
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Fig. 1 cDNA sequence of pig HoxA10 gene
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Table 2 Protein and cDNA sequences of HoxA10 among 9 species

1 cattle Bos taurus NM_001105017 NP_001098487
2 maccaque Callithrix jacchus XM_002751450 XP_002751496
3 dog Canis familiaris XM 849064 XP_854157

4 zebra fish Danio rerio NM 131155 NP 571230

5 Human Homo sapiens NM 153715 NP 714926

6 maccaque Macaca mulatta XM_001093087 XP_001093087
7 mouse Mus musculus NM_001122950 NP_001116422
8 baboon Papio anubis NM_001169065 NP_001162536
9 pig Sus scrofa

& 3 RNEFH HoxA10 B F CDS 5 K SEEL 5 8RR 1T bLiR

Table 3 Homology of HoxA10 CDS and its amino acid sequences among different species

93.7 95.4 71.5 86.0 96.5 95.8 94.0 94.7
95.8 90.4 39.1 60.2 96.1 91.9 96.5 86.3
95.8 95.4 382 56.2 91.9 92.3 929 88.3
88.4 529 52.0 44.0 78.6 76.5 79.1 70.4
94.7 70.4 71.6 574 84.9 83.2 85.8 79.0
98.9 95.8 95.8 88.4 94.7 94.0 96.8 90.9
97.9 96.8 96.8 89.4 94.7 97.9 91.8 90.5
96.8 96.8 96.8 89.4 95.7 96.8 95.7 88.3
98.9 95.8 95.8 88.4 94.7 98.9 97.9 96.8
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Fig.2 Phylogenetic tree among 9 animal species
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