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Construction of plant expression vector containing CBF1
and its genetic transformation in wild banana

LIU Kai'?, HU Chun-hua', WEI Yue-rong', YI Gan-jun'”, SHAO Xiu-hong'

(1.Fruit Research Institute, Guangdong Academy of Agricultural Science, Guangzhou 510640, China; 2.College of
Horticulture and Landscape, Hunan Agricultural University, Changsha410128, China)

Abstract: The CBF1 gene(CRT/DRE binding factor 1) was obtained from Arabidopsis thaliana by PCR and cloned into
pMD18-T. Then CBF1 gene was sub-cloned into pBI121 vector to abtain the middle recombinant plasmid pBI121-CBF1
via Xba [ and Sac I restriction enzyme sites. After that, the fragments containing 35S-CBF1 were digested from
recombinant plasmid pBI121-CBF1 by EcoR I and Hind III, and directionally linked to the plant expression vector
pCAMBIA1301 to get the plant expression vector p1301-CBF1. We transformed the embryogenic cell suspensions of
wild banana(Musa intinerans Cheesm) with p1301-CBF1 via Agrobacterium-mediated transformation. Results from

histochemical GUS assay and PCR suggested that CBF1 gene has been transferred into the wild banana.
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embryos and regeneration of transgenic plants



37 3 CBF1

251

GUS
( 5-B) M4
1 ( 5-0
4
18 ( 5-D)
2.4 HEEBEENSFEE
CBF1
GUS

DNA  CBF1 PCR

DNA 660 bp

750 bp

M 100 bp DNA marker 1

pl1301-CBF PCR
2 PCR 3~8 PCR
6 ERELEEE#RAT PCR 2

Fig.6 Detection of some transgenic plants by PCR
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