37 1 ( ) Vol.37 No.1
2011 4 2 H Journal of Hunan Agricultural University (Natural Sciences) Feb. 2011

DIO:10.3724/SP.J.1238.2011.00017

ZEZHAB S BIBAC X ERMBER T

1,2 1,3 2 2 1 1%
(L. 650205 2.
650214 3. 650091)
W E cC
(AA ) (BIBAC) BIBAC2
DNA 53 760 76 kb 140 384
5.86

X B R SEMIARE, WUTHE A Tk, SRS
PESES: 5119 XEFRERE: A XEHS: 1007-1032(2011)01-0017-05

Construction and analysis on BIBAC library of Oryza officinalis
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Abstract: Oryza officinalis conserved a lot of significant characters and specific genes. Although some excellent genes in
O. officinalis were difficult to be transferred into cultivated rice by way of common breeding, they might be carried out
through BIBAC (binary bacterial artificial chromosome) vector in the form of macro fragments. The genomic BIBAC
library of O. officinalis. was constructed with the vector of BIBAC2 in this research. This library consisted of 53 760
individual clones stored in one hundred forty 384-well plates with an average DNA insert size of 76 kb within the scope

of 25-200 kb, equivalent to 5.86 times of genome.
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