37 2 ( ) Vol.37 No.2
2011 4 Journal of Hunan Agricultural University (Natural Sciences) Apr 2011

DIO:10.3724/SP.J.1238.2011.00143

HinE 2—-Q-9 #EAXER BCCodY ¥ L HE K& HINEE

1,2 3a 3b 3¢, 4%
(1. 410007 2. 410128 3.
a. b. c. 410128 4.
410004)
W OE. 2-Q-9 1 BCCodY K326 PCR
PCR BCCodY K326 mRNA
BCCodY K326
74d 94d
BCCodY
x B i 2-Q-9 BCCodY

hESES: Q785  NEIRERE: A XEHS: 1007-1032(2011)02-0143-04

Transformation and function of BCCodY of antagonistic bacterium 2-Q-9
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Abstract: This paper is an attempt to ligate the BCCodY gene of Bacillus choshinensis strain 2-Q-9 to vector pCHF3, and
then transforme the recombination vector pPCHF3::BCCodY into tobacco variety K326, which was successfully identified
by polymerase chain reaction (PCR). Reverse transcription (RT)-PCR was performed to analyze expression of BCCodY
gene in transgenic plants. The results illustrated that BCCodY gene can be transcribed by CaMV 35s promoter. To
characterize the biological function of BCCodY in transgenic K326 plants, transgenic plants were inoculated with
Rolstonia solanacearum strain RS2-1 by injection. The results showed that the colony number of RS2-1 isolated from
transgenic K326 plants was fewer than wild plants within 7 days after inoculation, but the difference of colony number of
transgenic and wild plant gradually disappeared after 9 days. It could be deduced that the BCCodY gene maybe performed
antagonistic ability against R. Solanacearum in transgenic K326 plants.
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Table 1 Primers used for PCR and reverse transcription(RT)-PCR
/bp /C
M-F 5'-CACAATCCCCTATCCTTCG-3' 868 55
BCCodY-R  5-TTCTTGTTTTTGACAGTAGATCCAT-3'
BCCodY-F  5-ATGGATCTACTGTCAAAAACAAGAA-3' 780 53
BCCodY-R  5-TTCTTGTTTTTGACAGTAGATCCAT-3'
NPT //-F 5"-TATGACTGGGCACAACAGACAA-3' 674 59
NPT//-R  5-ATACCGTAAAGCACGAGGAAGC-3'
BCC-F 5'-ggatccATGGATCTACTGTCAAAAACAAGAA-3' 780 62 BamHI BCCodY
BCC-R 5"-ggatccTTCTTGTTTTTGACAGTAGATCCAT-3'
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Table2 Colony number extracted from transgenic and wild K326 plants
after inoculated with R. solanacearum strain RS2-1
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