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Mapping of QTLs for percentage of exserted stigma in rice
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310006, China; 3.Yuan Longping High-Tech Agriculture Co, LTD., Changsha 410125, China)

Abstract : To understand the genetic mechanism of exserted stigma, a mapping population of 190 F, plants derived from
the cross between a japonica variety-Nuo5 and an indica variety-You I B with higher percentage of exserted stigma
(PES) was constructed to map quantitative trait loci (QTL) for PES. Genetic linkage map was constructed using 92 SSR
markers throughout the whole genome, and PES was investigated in Changsha. As a result, three QTLs controlling ratio
of stigma exsertion were QPES-2, gPES-5 and qSPES-8, detected and located respectively at the region of
RM1285~RM12595 on chromosome 2, RM17952~RM18114 on chromosome 5 and RM8020~RM7080 on chromosome
8. The QTL of LOD peak was 3.54, 4.79, 3.85 respectively; The phenotypic variation was 10.1%, 11.1%, 9.0%, and all
their positive alleles were from You I B. Two QTLs might be identified in previous studies, and the QTL on
chromosome 5 might be a new one which had never been reported before.
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1 #RFAZE
1.1 # #
£ IBR 1 MEAABERSHUBER , kB8
WMEERKEDRL , =X RER BS52 1M E
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2.1 FAREEKRIITBERNERMAERF KD
=5
7t
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Fig.1 Distribution of percentage of exserted stigma in F, population
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FAFIERIN 92 MERFEARFEESSHEN
WMEERRIE , B THIBRKE 12 ZEEHK,
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N 17.0cM BE QTL 2#(Fk 1) , HEME 3 Mz
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# RM8020~RM7080 X[8](E 2) .iX4t QTL #) LOD
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Table 1 QTLs for percentage of exserted stigma

%R r = FEH% FRigXiE LOD &  FTERE/% EMME ISR R
BUONAER QSPES-2 2 RM1285~RM12595 3.39 9.3 - 2.64 473
BUAER qSPES-5 5 RM17952~RM18114 5.34 12.8 0.07 6.39
BOAER qSPES-8 8 RM8020~RM7080 4.00 9.3 -3.02 4.27
BAE=R qPES-2 2 RM1285~RM12595 3.54 10.1 -479 6.23
BAE=R qPES-5 5 RM17952~RM18114 479 11.1 -0.05 7.88
BOER qPES-8 8 RM8020~RM7080 3.85 9.0 -491 5.20
Chr. 2 Chr. 5 Chr. 8
121 _i; RM1285 4PES-2 1.9 > 56— qPES-8
: 7.4 3.8/Th RM5556
RM12595 :
12.0— 10.4 qPES-5 291 —|| “RM7080
T~ RM6378 3.7\ RM18032 :
53— 114/} RM18068 T~ Rv3481
: 16.1—|| “RM18114 16.3—
_T—RM12987 1.6 —H+ RMB082 T~ RM22783
[Qa A 16.8—
RM6374 20.7—|| - RV5844 :
20.2— : T~ RM23077
{1 Rwe023 || RMeoz4 16.7=
20.6— T~ RM6976
26.3— 46K RM5558 24.8—
- RM1920 ppg—|| V663 1 RM1345
16.3— ’ 13.6 —
77 ][ R\a472 T RM6972 T RMB120
" T~ RM3512
15.0—
T RM6
36.4—
T~ RM2265
2 IEHIAELSMNER QTL BIBEAEIE
Fig.2 Genetic linkage map showing QTLs for percentage of exserted stigma
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