( ) 2020, 46(3):319-323. DOI:10.13331/j.cnki.jhau.2020.03.010
Journal of Hunan Agricultural University(Natural Sciences)

51 A& E'-" E

[J]
( ) 2020 46(3) 319-323
ZHANG S S, CAI H L, ZHANG X X, YANG Z X. Identification of the intestinal bacteria in Spodoptera
frugiperda collected from Changde area and analysis of potential host plants[J] Journal of Hunan Agricultural .
University(Natural Sciences), 2020, 46(3): 319-323.
FSMUE  http:/xb.hunau.edu.cn

HEEEEXEMAREEAENSERE

I

E5Sh

1,2 3 1,2 1,2%
(1. 410128 2.
410128 3. 410011)
W E (Spodoptera frugiperda) 16S rDNA
11 (Enterobacter) (Pantoea) (Lelliottia)
(Bacillus) (Klebsiella)s (Mythimna separata)

70% 50% 17% 10%

x # W

PEDES Q969.436.4 XHFRERS A XE/RE  1007-1032(2020)03-0319-05

Identification of the intestinal bacteria in Spodoptera frugiperda collected
from Changde area and analysis of potential host plants
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Abstract: The intestinal bacteria of larvae in Spodoptera frugiperda(S. frugiperda), that migrated in Changde area
Hunan province, were isolated by traditional culture method and identified by 16S rDNA. In total, 11 strains of bacteria
were obtained, belonging to genus of Enterobacter, Pantoea, Lelliottia, Bacillus and Klebsiella. Enterobacter, Bacillus
and Klebsiella identified from S. frugiperda are similar to the same genus isolated from the gut of larvae in Mythimna
separata. S. frugiperda could survive in Zea mays, Vigna unguiculate, Capsicum annuum and Brassica oleracea, and
the larval survival rates of S. frugiperda are 70%, 50%, 17%, 10%, respectively. These plants could be the potential

hosts of S. frugiperda in Hunan province.
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Table 1 Intestinal bacteria identified in larvae gut of Spodoptera frugiperda and Mythimna separate
(Klebsiella) (Klebsiella pneumoniae)  JF772079.1 SS PDA
(Klebsiella sp.) KJ950285.1 EC PDA PDA
(Klebsiella variicola) CP013985.1 EC PDA —
(Enterobacter) (Enterobacter sp.) KU307447.1 LB NA SS PDA NA SS PDA
(Enterobacter cloacae) MK116463.1 EC —
(Enterobacter hormaechei) CP031565.1 — SS
(Enterobacter asburiae) AP019632.1 NA SS PDA LB SS
(Enterobacter kobei) CP032897.1 LB —
(Enterobacter cancerogenus) CP025225.1 LB NA EC SS PDA
(Delftia) (Delftia tsuruhatensis) CP017420.1 — LB
(Lelliottia) (Lelliottia nimipressuralis) CP025034.2 NA —
(Pantoea) (Pantoea sp.) GU140078.1 LB —
(Bacillus) (Bacillus cereus) CP029454.1 — NA
(Bacillus sp.) KC466229.1 NA —
(Bacillus thuringiensis) CP015150.1 — SS
(Enterococcus) (Enterococcus mundtii) CP029066.1 — NA
(Enterobacter) (Enterobacter kobei)
(Enterobacter sp.) (Enterobacter
cloacae) (Enterobacter asburiae) C D
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Fig.2 Larval survival rate of Spodoptera frugiperda
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