( ) 2018, 44(1):62—65. DOI:10.13331/j.cnki.jhau.2018.01.012
Journal of Hunan Agricultural University (Natural Sciences)

http://xb.hunau.edu.cn

PFrriciENEE M R C815S MFHREMRILIE

1,2 1,2 1,2% 1
(1. 410128 2. 410128)
= C815S Pigm 4 C8158
Pigm C815S
3 (7CS01  7CS02  7CS03) 7CS01
1 7CS02  7CS03 3 C8158
58.05% C815S 26.45%
X # i C815S
hE S ES: S511.035.4 M FRERD: A XEHS: 1007-1032(2018)01-0062-04

Improvement of rice blast resistance of C815S through
molecular marker-assisted selection

XIANG Cong'?, REN Ximing'?, LEI Dongyang'*", CHEN Ying'

(1.College of Agronomy, Hunan Agricultural University, Changsha, Hunan 410128, China 2.Hunan Provincial Key
Laboratory of Rice and Rapeseed Breeding for Disease Resistance, Changsha, Hunan 410128, China)

Abstract: To improve the blast resistance of C815S, a widely applicable two—line photo—thermal—sensitive male sterile in
China, Gumei 4 contained rice blast risistance gene Pigm was used as gene donor to introduce Pigm into the genetic
background of C815S by cross and then back cross breeding combined with molecular marker—assisted selection (MAS).
Three improved sterile lines with Pigm homozygous genotype were developed through blast resistance identification and
evaluation of comprehensive agronomic characters. 7CS01 showed 1st grade for blast, meant resistance; 7CS02 and
7CS03 showed 3rd grade for blast, meant middle resistance. Blast resistance comprehensive index of the improved sterile

lines was raised by 58.05% and average spike number raised by 26.45%, compared to C815S.
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10 uL 1 uL DNA 0.2 umol/L Fig.1 Primer screening result for rice blast resistance gene Pigm
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Fig.2 PCR analysis of SSR marker for rice blast resistance gene Pigm

22 URABEARWERERMML C815S 52% 3
2017 Pigm BC: Fs C8158
73.1% 1
o
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Table 1 Rice blast resistance identification for improved line 2.3 Ei EZ:T%?%E"J E:E;;&Z‘ZE'E’I*
BCsF; at Daweishan, Hunan 2017 9 8158 3
/% 1% 15
7CS01 4 12.0(5) 4.2(1) 2.3(MR)
7CS02 3 10.0(3) 4.0(1) 2.0(R) 2
7CS03 3 20.0(5) 4.8(1) 2.5(MR) CR15S
C815S 4 52.009) 20.1(5) 5.8(MS)
4 2 10.0(3) 3.2() 1.8(R) C815S C8158

26.45% 7CS02
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15.56%
#2 BRABRASFEAHRZMHEK
Table 2 Comparison of agronomical traits of improved sterile lines with the parent
/cm /cm /(°) /em /%
7CS01 87.6 14.7b 44.2 1.7 12.6 22.4ab 199.5 77.9
7CS02 83.5 16.7a 43.6 1.8 13.5 24.5a 188.7 75.9
7CS03 84.7 14.5b 47.4 1.7 13.6 21.6b 200.9 78.6
C815S 85.5 12.1c 43.1 1.8 13.4 21.2b 181.7 75.3
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