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Primary mapping of restoring gene for CMS-C cytoplasmic
male sterility line C543 in maize
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(a. College of Agronomy; b. Southern Regional Collaborative Innovation Center for Grain and Oil Crops in China, Hunan
Agricultural University, Changsha 410128, China)

Abstract: Two F, generations, which from the hybridizations of C543x614 and C543xB137, were used as experiment

materials to analyze the pollen fertility and inheritance. The results showed that C543 was pollen-free male sterility,

which was controlled by a pair of recessive nuclear genes, and there was a restoring gene in restorer 614 and B137,

respectively. With the analyzing of SSR, the restoring gene of B137 was mapped on short arm of chromosome 8 and 16.9

cM from the marker umc1483.
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